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cDNA was synthesized from 1 µg of total RNA using oligo(dT) primers and MMLV reverse transcriptase (Promega) at 40°C for 1 h. The DNA SYBR Green I Master and a LightCycler ® 480 (Roche) were used for pRT-PCR (5.5 µl SYBR Green I Master, 0.625 µM of each primer, 1 µl cDNA). Primers were ordered RP-HPLC purified. As standard all samples were mixed and a dilution series was generated (1:1, 1:2, 1:8, 1:32 and 1:128). Negative controls were performed with ddH 2 O instead of template and with samples lacking reverse transcription. Expression data were normalized to GAPDH using the advanced relative quantification provided by the LightCycler ® software 1.5 (Roche). All samples were analyzed as triplicates. Before data analysis, melting curves and the PCR efficiency were verified. PCR products were analyzed for correct amplicon size and unspecific products by agarose gel electrophoresis. Statistical analysis was performed using GraphPad Prism 5.0. The sequences of PCR primers and the PCR conditions are listed below: Confocal images from one hemisphere showing the telencephalon of E12 mouse embryos cultured for 6 h in the presence of harmine (4 µM), leucettine L41 (8 µM) or without inhibitor (control). EdU was added to the culture media 1 h before stopping the culture. Brain slices were stained for p27 Kip1 , caspase 3 (Casp3) and p27 Kip1 as indicated. The dorso-ventral (D-V) and medial-lateral (M-L) orientations are indicated. Scale bar = 200µm. One representative experiment is shown from n = 3.
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